8 ALA PRODUCT DATASHEET

Biotech Catalog # AAA113182

60S acidic ribosomal protein PO Recombinant Protein | RPLPO recombinant protein

Recombinant Human 60S acidic ribosomal protein PO

CATALOG # HOST
AAA113182 E Coli or Yeast or Baculovirus or Mammalian Cell

PRODUCT SYNONYMS

60S acidic ribosomal protein PO; Recombinant Human 60S acidic ribosomal protein PO; 60S ribosomal protein L10E; RPLPO recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli or Yeast or Baculovirus or Mammalian Cell

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Lyophilized or liquid (Format to be determined during the manufacturing process)

Sequence Positions 1-317aa; Full Length

Sequence MPREDRATWK SNYFLKIIQL LDDYPKCFIV GADNVGSKQM QQIRMSLRGK AVVLMGKNTM MRKAIRGHLE

NNPALEKLLP HIRGNVGFVF TKEDLTEIRD MLLANKVPAA ARAGAIAPCE VTVPAQNTGL GPEKTSFFQA
LGITTKISRG TIEILSDVQL IKTGDKVGAS EATLLNMLNI SPFSFGLVIQ QVFDNGSIYN PEVLDITEET
LHSRFLEGVR NVASVCLQIG YPTVASVPHS IINGYKRVLA LSVETDYTFP LAEKVKAFLA DPSAFVAAAP
VAAATTAAPA AAAAPAKVEA KEESEESDED MGFGLFD

Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.

IMAGES

184
144

SDS-PAGE

ADDITIONAL INFORMATION

Related Product Information for RPLPO Ribosomal protein PO is the functional equivalent of E Coli protein L10.
recombinant protein

Product Categories/Family for RPLPO Epigenetics and Nuclear Signaling
recombinant protein
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https://www.aaabiotech.com/search/?query=Epigenetics+Nuclear+Signaling
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NCBI AND UNIPROT INFORMATION

NCBI Gl #

NCBI GenelD

NCBI Accession #

NCBI GenBank Nucleotide #
UniProt Accession #

Molecular Weight

NCBI Official Full Name

NCBI Official Synonym Full Names
NCBI Official Symbol

NCBI Official Synonym Symbols

NCBI Protein Information
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4506667

6175

NP_000993.1

NM_001002.3

P05388; Q3B7A4; Q9BVK4
36.3 kDa

60S acidic ribosomal protein PO
ribosomal protein, large, PO
RPLPO

PO; LPO; L10E; RPPO; PRLPO

60S acidic ribosomal protein PO
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http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=protein&id=4506667
http://www.ncbi.nlm.nih.gov/sites/entrez?db=gene&cmd=Retrieve&dopt=full_report&list_uids=6175
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NP_000993.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NM_001002.3
http://www.uniprot.org/uniprot/P05388
http://www.uniprot.org/uniprot/Q3B7A4
http://www.uniprot.org/uniprot/Q9BVK4

UniProt Protein Name 60S acidic ribosomal protein PO
UniProt Gene Name RPLPO

UniProt Entry Name RLAO_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and
storage; if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.
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