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Recombinant Human Nuclear pore complex protein Nup153

CATALOG #

AAA113207
HOST

E Coli or Yeast or Baculovirus or Mammalian Cell

PRODUCT SYNONYMS

Nuclear pore complex protein Nup153; Recombinant Human Nuclear pore complex protein Nup153; 153 kDa nucleoporin; Nucleoporin Nup153; NUP153 recombinant

protein

PRODUCT SPECIFICATIONS

Host E Coli or Yeast or Baculovirus or Mammalian Cell

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Lyophilized or liquid (Format to be determined during the manufacturing process)

Sequence Positions 657-880aa; Partial

Sequence KAGSSWQCDT CLLQNKVTDN KCIACQAAKL SPRDTAKQTG IETPNKSGKT TLSASGTGFG DKFKPVIGTW

DCDTCLVQNK PEAIKCVACE TPKPGTCVKR ALTLTVVSES AETMTASSSS CTVTTGTLGF GDKFKRPIGS

WECSVCCVSN NAEDNKCVSC MSEKPGSSVP ASSSSTVPVS LPSGGSLGLE KFKKPEGSWD CELCLVQNKA

DSTKCLACES AKPG

Sequence Length 1,506

Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.

IMAGES

SDS-PAGE

ADDITIONAL INFORMATION

Related Product Information for
NUP153 recombinant protein

Component of the nuclear pore complex (NPC), a complex required for the trafficking across the nuclear envelope.

Functions as a scaffolding element in the nuclear phase of the NPC essential for normal nucleocytoplasmic

transport of proteins and mRNAs. Involved in the quality control and retention of unspliced mRNAs in the nucleus; in

association with TPR, regulates the nuclear export of unspliced mRNA species bearing constitutive transport

element (CTE) in a NXF1- and KHDRBS1-independent manner. Mediates TPR anchoring to the nuclear membrane

at NPC. The repeat-containing domain may be involved in anchoring other components of the NPC to the pore

membrane. Possible DNA-binding subunit of the nuclear pore complex (NPC).
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Product Categories/Family for NUP153
recombinant protein

Immunology
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NCBI AND UNIPROT INFORMATION

NCBI GI # 503774352

NCBI GeneID 9972

NCBI Accession # NP_001265138.1

NCBI GenBank Nucleotide # NM_001278209.1

UniProt Accession # P49790; Q4LE47; Q5T9I7; Q7Z743; B4DIK2; E7EPX5; F6QR24

Molecular Weight 27.3 kDa

NCBI Official Full Name nuclear pore complex protein Nup153 isoform 1

NCBI Official Synonym Full Names nucleoporin 153kDa

NCBI Official Symbol NUP153

NCBI Official Synonym Symbols N153; HNUP153

NCBI Protein Information nuclear pore complex protein Nup153

UniProt Protein Name Nuclear pore complex protein Nup153

UniProt Gene Name NUP153

UniProt Entry Name NU153_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and

storage; if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.

AAA Biotech  |  Tel: +1 (619) 604-9440  |  Fax: +1 (619) 604-9441  |  contact@aaabiotech.com

Online datasheet: https://www.aaabiotech.com/nup153-recombinant-protein-e-coli/113207

AAA113207  |  For Research Use Only. Not for use in diagnostic procedures. Page 4 of 4

http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=protein&id=503774352
http://www.ncbi.nlm.nih.gov/sites/entrez?db=gene&cmd=Retrieve&dopt=full_report&list_uids=9972
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NP_001265138.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NM_001278209.1
http://www.uniprot.org/uniprot/P49790
http://www.uniprot.org/uniprot/Q4LE47
http://www.uniprot.org/uniprot/Q5T9I7
http://www.uniprot.org/uniprot/Q7Z743
http://www.uniprot.org/uniprot/B4DIK2
http://www.uniprot.org/uniprot/E7EPX5
http://www.uniprot.org/uniprot/F6QR24
mailto:contact@aaabiotech.com
https://www.aaabiotech.com/nup153-recombinant-protein-e-coli/113207

