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Diacylglycerol kinase gamma Recombinant Protein | DGKG recombinant protein

Recombinant Human Diacylglycerol kinase gamma

CATALOG # HOST
AAA113531 E Coli or Yeast or Baculovirus or Mammalian Cell

PRODUCT SYNONYMS

Diacylglycerol kinase gamma; Recombinant Human Diacylglycerol kinase gamma; Diglyceride kinase gamma; DGK-gamma; DGKG recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli or Yeast or Baculovirus or Mammalian Cell

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Lyophilized or liquid (Format to be determined during the manufacturing process)

Sequence Positions 1-255aa; Partial

Sequence MGEERWVSLT PEEFDQLQKY SEYSSKKIKD ALTEFNEGGS LKQYDPHEPI SYDVFKLFMR AYLEVDLPQP

LSTHLFLAFS QKPRHETSDH PTEGASNSEA NSADTNIQNA DNATKADEAC APDTESNMAE KQAPAEDQVA
ATPLEPPVPR SSSSESPVVY LKDVVCYLSL LETGRPQDKL EFMFRLYDSD ENGLLDQAEM DCIVNQMLHI
AQYLEWDPTE LRPILKEMLQ GMDYDRDGFV SLQEWVHGGM TTIPL

Sequence Length 766
Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.
IMAGES
Da M
1160
66.2

45.0
350

SDS-PAGE

ADDITIONAL INFORMATION

Related Product Information for DGKG Reverses the normal flow of glycerolipid biosynthesis by phosphorylating diacylglycerol back to phosphatidic acid.
recombinant protein

Product Categories/Family for DGKG Cell Biology
recombinant protein
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NCBI Gl #

NCBI GenelD

NCBI Accession #
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UniProt Accession #

Molecular Weight

NCBI Official Full Name

NCBI Official Synonym Full Names
NCBI Official Symbol

NCBI Official Synonym Symbols

NCBI Protein Information
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124256474

1608

NP_001074213.1

NM_001080744.1

P49619; Q2M1H4; Q5FWG1; B2RAH4
44.9 kDa

diacylglycerol kinase gamma isoform 2
diacylglycerol kinase gamma

DGKG

DAGK3; DGK-GAMMA

diacylglycerol kinase gamma
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http://www.uniprot.org/uniprot/P49619
http://www.uniprot.org/uniprot/Q2M1H4
http://www.uniprot.org/uniprot/Q5FWG1
http://www.uniprot.org/uniprot/B2RAH4

UniProt Protein Name Diacylglycerol kinase gamma

UniProt Gene Name DGKG
UniProt Synonym Gene Names DAGKS3; DAG kinase gamma; DGK-gamma
UniProt Entry Name DGKG_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and
storage; if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.
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