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Recombinant Human Putative RNA-binding protein 3

CATALOG # HOST
AAA113795 E Coli or Yeast or Baculovirus or Mammalian Cell

PRODUCT SYNONYMS

Putative RNA-binding protein 3; Recombinant Human Putative RNA-binding protein 3; RNA-binding motif protein 3; RNPL; RBM3 recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli or Yeast or Baculovirus or Mammalian Cell

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Lyophilized or liquid (Format to be determined during the manufacturing process)

Sequence Positions 1-157aa; Full Length

Sequence MSSEEGKLFV GGLNFNTDEQ ALEDHFSSFG PISEVVVVKD RETQRSRGFG FITFTNPEHA SVAMRAMNGE

SLDGRQIRVD HAGKSARGTR GGGFGAHGRG RSYSRGGGDQ GYGSGRYYDS RPGGYGYGYG
RSRDYNGRNQ GGYDRYSGGN YRDNYDN

Sequence Length 157
Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.
IMAGES

HskDa

& 1kDa

I3diDa

14 4kia

SDS-PAGE

ADDITIONAL INFORMATION

Related Product Information for RBM3 Cold-inducible mRNA binding protein that enhances global protein synthesis at both physiological and mild
recombinant protein hypothermic temperatures. Reduces the relative abundance of microRNAs, when overexpressed. Enhances
phosphorylation of translation initiation factors and active polysome formation.

Product Categories/Family for RBM3 Epigenetics and Nuclear Signaling
recombinant protein
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https://www.aaabiotech.com/search/?query=Epigenetics+Nuclear+Signaling
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NCBI AND UNIPROT INFORMATION

NCBI Gl #

NCBI GenelD

NCBI Accession #

NCBI GenBank Nucleotide #
UniProt Accession #

Molecular Weight

NCBI Official Full Name

NCBI Official Synonym Full Names

NCBI Official Symbol

5803137

5935

NP_006734.1

NM_006743.4

P98179

19.2 kDa

RNA-binding protein 3

RNA binding motif (RNP1, RRM) protein 3

RBM3
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http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=protein&id=5803137
http://www.ncbi.nlm.nih.gov/sites/entrez?db=gene&cmd=Retrieve&dopt=full_report&list_uids=5935
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NP_006734.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NM_006743.4
http://www.uniprot.org/uniprot/P98179

NCBI Official Synonym Symbols
NCBI Protein Information
UniProt Protein Name

UniProt Gene Name

UniProt Synonym Gene Names

UniProt Entry Name

RNPL; IS1-RNPL
RNA-binding protein 3
RNA-binding protein 3
RBM3

RNPL

RBM3_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and

storage; if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.
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