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Serine--pyruvate aminotransferase Recombinant Protein | AGXT recombinant protein
Recombinant Human Serine--pyruvate aminotransferase

CATALOG #

AAA113846
HOST

E Coli or Yeast or Baculovirus or Mammalian Cell

PRODUCT SYNONYMS

Serine--pyruvate aminotransferase; Recombinant Human Serine--pyruvate aminotransferase; Alanine-glyoxylate aminotransferase (EC:2.6.1.44); AGT; AGXT

recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli or Yeast or Baculovirus or Mammalian Cell

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Lyophilized or liquid (Format to be determined during the manufacturing process)

Sequence Positions 1-392aa; Full Length

Sequence MASHKLLVTP PKALLKPLSI PNQLLLGPGP SNLPPRIMAA GGLQMIGSMS KDMYQIMDEI KEGIQYVFQT

RNPLTLVISG SGHCALEAAL VNVLEPGDSF LVGANGIWGQ RAVDIGERIG ARVHPMTKDP GGHYTLQEVE

EGLAQHKPVL LFLTHGESST GVLQPLDGFG ELCHRYKCLL LVDSVASLGG TPLYMDRQGI DILYSGSQKA

LNAPPGTSLI SFSDKAKKKM YSRKTKPFSF YLDIKWLANF WGCDDQPRMY HHTIPVISLY SLRESLALIA

EQGLENSWRQ HREAAAYLHG RLQALGLQLF VKDPALRLPT VTTVAVPAGY DWRDIVSYVI DHFDIEIMGG

LGPSTGKVLR IGLLGCNATR ENVDRVTEAL RAALQHCPKK KL

Sequence Length 392

Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.

IMAGES

SDS-PAGE

ADDITIONAL INFORMATION

Product Categories/Family for AGXT
recombinant protein

Signal Transduction
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NCBI AND UNIPROT INFORMATION

NCBI GI # 4557289

NCBI GeneID 189

NCBI Accession # NP_000021.1

NCBI GenBank Nucleotide # NM_000030.2

UniProt Accession # P21549; Q53QU6

Molecular Weight 44.3 kDa

NCBI Official Full Name serine--pyruvate aminotransferase

NCBI Official Synonym Full Names alanine-glyoxylate aminotransferase

NCBI Official Symbol AGXT

NCBI Official Synonym Symbols AGT; PH1; SPT; AGT1; SPAT; TLH6; AGXT1

NCBI Protein Information serine--pyruvate aminotransferase
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UniProt Protein Name Serine--pyruvate aminotransferase

UniProt Gene Name AGXT

UniProt Synonym Gene Names AGT1; SPAT; SPT; AGT

UniProt Entry Name SPYA_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and

storage; if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.

AAA Biotech  |  Tel: +1 (619) 604-9440  |  Fax: +1 (619) 604-9441  |  contact@aaabiotech.com

Online datasheet: https://www.aaabiotech.com/agxt-recombinant-protein-e-coli/113846

AAA113846  |  For Research Use Only. Not for use in diagnostic procedures. Page 3 of 3

mailto:contact@aaabiotech.com
https://www.aaabiotech.com/agxt-recombinant-protein-e-coli/113846

