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C-reactive protein Recombinant Protein | CRP recombinant protein

Recombinant Human C-reactive protein

CATALOG # HOST APPLICATIONS
AAA114252 Nature Calibrator

PRODUCT SYNONYMS

C-reactive protein; Recombinant Human C-reactive protein; CRP recombinant protein

PRODUCT SPECIFICATIONS

Host Nature

Purity/Purification 90%+5% by SDS-PAGE

Form/Format Liquid, dissolved in 20mM Tris-HCL, 280mM NacCl, 5mM CacCl2, pH 8.0
Applicable Applications for CRP Calibrator

recombinant protein

Preparation and Storage Aliquot and store at 2-8?. Avoid repeated freeze / thaw cycles

IMAGES

116 kDa
66.2kDa

45 kDa

35 kDa

25kDa

18 kDa
14.4kDa

SDS-PAGE

ADDITIONAL INFORMATION

Related Product Information for CRP Displays several functions associated with host defense: it promotes agglutination, bacterial capsular swelling,
recombinant protein phagocytosis and complent fixation through its calcium-dependent binding to phosphorylcholine. Can interact with
DNA and histones and may scavenge nuclear material released from damaged circulating cells.

Product Categories/Family for CRP Immunology; Raw Materials Assay Development
recombinant protein
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NCBI AND UNIPROT INFORMATION

NCBI Gl #

NCBI GenelD

NCBI Accession #

NCBI GenBank Nucleotide #
UniProt Accession #

Molecular Weight

NCBI Official Full Name

NCBI Official Synonym Full Names

NCBI Official Symbol

55770842

1401

NP_000558.2

NM_000567.2

P02741; QO8AK3; Q8WW?75; A8K078; D3DVD9; D3DVEO
27.1kD

C-reactive protein

C-reactive protein, pentraxin-related

CRP
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NCBI Official Synonym Symbols
NCBI Protein Information
UniProt Protein Name

UniProt Gene Name

UniProt Synonym Gene Names

UniProt Entry Name

PTX1

C-reactive protein
C-reactive protein
CRP

PTX1

CRP_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and

storage; if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.
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