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Recombinant Human RNA binding protein fox-1 homolog 2

CATALOG #

AAA114604
HOST

E Coli or Yeast or Baculovirus or Mammalian Cell

PRODUCT SYNONYMS

RNA binding protein fox-1 homolog 2; Recombinant Human RNA binding protein fox-1 homolog 2; Fox-1 homolog B; Hexaribonucleotide-binding protein 2; RNA-

binding motif protein 9; RNA-binding protein 9; Repressor of tamoxifen transcriptional activity; RBFOX2 recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli or Yeast or Baculovirus or Mammalian Cell

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Lyophilized or liquid (Format to be determined during the manufacturing process)

Sequence Positions 1-380aa; Full-Length of Isoform 10

Sequence MEKKKMVTQG NQEPTTTPDA MVQPFTTIPF PPPPQNGIPT EYGVPHTQDY AGQTGEHNLT LYGSTQAHGE

QSSNSPSTQN GSLTTEGGAQ TDGQQSQTQS SENSESKSTP KRLHVSNIPF RFRDPDLRQM FGQFGKILDV

EIIFNERGSK GFGFVTFENS ADADRAREKL HGTVVEGRKI EVNNATARVM TNKKMVTPYA NGWKLSPVVG

AVYGPELYAA SSFQADVSLG NDAAVPLSGR GGINTYIPLI SLPLVPGFPY PTAATTAAAF RGAHLRGRGR

TVYGAVRAVP PTAIPAYPGV VYQDGFYGAD LYGGYAAYRY AQPATATAAT AAAAAAAAYS DGYGRVYTAD

PYHALAPAAS YGVGAVASLY RGGYSRFAPY

Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.

IMAGES

SDS-PAGE

ADDITIONAL INFORMATION

Related Product Information for
RBFOX2 recombinant protein

RNA-binding protein that regulates alternative splicing events by binding to 5'-UGCAUGU-3' elements. Prevents

binding of U2AF2 to the 3'-splice site. Regulates alternative splicing of tissue-specific exons and of differentially

spliced exons during erythropoiesis. RNA-binding protein that ses to act as a coregulatory factor of ER-alpha. 1

Publication
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NCBI AND UNIPROT INFORMATION

NCBI GI # 72534682

NCBI GeneID 23543

AAA114604  |  For Research Use Only. Not for use in diagnostic procedures. Page 2 of 3

http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=protein&id=72534682
http://www.ncbi.nlm.nih.gov/sites/entrez?db=gene&cmd=Retrieve&dopt=full_report&list_uids=23543


NCBI Accession # NP_001026865.1

NCBI GenBank Nucleotide # NM_001031695.2

UniProt Accession # O43251; Q0PRL5; Q0VH35; Q5TF71; Q6IC09; Q8TD00; Q8WYB1; Q96DZ6; A4F5G8; A8K5Z5; B0QYY8; B0QYY9

Molecular Weight 44.4 kDa

NCBI Official Full Name RNA binding protein fox-1 homolog 2 isoform 1

NCBI Official Synonym Full Names RNA binding protein, fox-1 homolog (C. elegans) 2

NCBI Official Symbol RBFOX2

NCBI Official Synonym Symbols RTA; fxh; FOX2; RBM9; Fox-2; HNRBP2; HRNBP2; dJ106I20.3

NCBI Protein Information RNA binding protein fox-1 homolog 2

UniProt Protein Name RNA binding protein fox-1 homolog 2

UniProt Gene Name RBFOX2

UniProt Synonym Gene Names FOX2; HRNBP2; RBM9; RTA

UniProt Entry Name RFOX2_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and

storage; if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.
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