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UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase 110 kDa subunit
Recombinant Protein | OGT recombinant protein

Recombinant Human UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase 110 kDa subunit

CATALOG # HOST
AAA115161 E Coli or Yeast or Baculovirus or Mammalian Cell

PRODUCT SYNONYMS

UDP-N-acetylglucosamine--peptide  N-acetylglucosaminyltransferase 110 kDa subunit; Recombinant Human UDP-N-acetylglucosamine--peptide  N-
acetylglucosaminyltransferase 110 kDa subunit; O-GIcNAc transferase subunit p110; O-linked N-acetylglucosamine transferase 110 kDa subunit; OGT; OGT
recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli or Yeast or Baculovirus or Mammalian Cell

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Lyophilized or liquid (Format to be determined during the manufacturing process)

Sequence Positions 606-1022aa; partial

Sequence MAEANHFIDL SQIPCNGKAA DRIHQDGIHI LVNMNGYTKG ARNELFALRP APIQAMWLGY PGTSGALFMD

YIITDQETSP AEVAEQYSEK LAYMPHTFFI GDHANMFPHL KKKAVIDFKS NGHIYDNRIV LNGIDLKAFL
DSLPDVKIVK MKCPDGGDNA DSSNTALNMP VIPMNTIAEA VIEMINRGQI QITINGFSIS NGLATTQINN
KAATGEEVPR TIIVTTRSQY GLPEDAIVYC NFNQLYKIDP STLQMWANIL KRVPNSVLWL LRFPAVGEPN
IQQYAQNMGL PQNRIIFSPV APKEEHVRRG QLADVCLDTP LCNGHTTGMD VLWAGTPMVT MPGETLASRV
AASQLTCLGC LELIAKNRQE YEDIAVKLGT DLEYLKKVRG KVWKQRISSP LENTKQYTME LERLYLQ

Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.

IMAGES

18 kD
14.4kD

SDS-PAGE
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ADDITIONAL INFORMATION

Related Product Information for OGT
recombinant protein

Product Categories/Family for OGT
recombinant protein

Catalyzes the transfer of a single N-acetylglucosamine from UDP-GIcNACc to a serine or threonine residue in
cytoplasmic and nuclear proteins resulting in their modification with a beta-linked N-acetylglucosamine (O-GIcNAc).
Glycosylates a large and diverse number of proteins including histone H2B, AKT1, EZH2, PFKL, KMT2E/MLLS5,
MAPT/TAU and HCFCL1. Can regulate their cellular processes via cross-talk between glycosylation and
phosphorylation or by affecting proteolytic processing. Involved in insulin resistance in muscle and adipocyte cells
via glycosylating insulin signaling components and inhibiting the 'Thr-308' phosphorylation of AKT1, enhancing IRS1
phosphorylation and attenuating insulin signaling. Involved in glycolysis regulation by mediating glycosylation of 6-
phosphofructokinase PFKL, inhibiting its activity. Component of a THAP1/THAP3-HCFC1-OGT complex that is
required for the regulation of the transcriptional activity of RRM1. Plays a key role in chromatin structure by
mediating O-GIcNAcylation of 'Ser-112" of histone H2B: recruited to CpG-rich transcription start sites of active genes
via its interaction with TET proteins (TET1, TET2 or TET3). As part of the NSL complex indirectly involved in
acetylation of nucleosomal histone H4 on several lysine residues. O-GIcNAcylation of 'Ser-75' of EZH2 increases its
stability, and facilitating the formation of H3K27me3 by the PRC2/EED-EZH2 complex. Regulates circadian
oscillation of the clock genes and glucose homeostasis in the liver. Stabilizes clock proteins ARNTL/BMAL1 and
CLOCK through O-glycosylation, which prevents their ubiquitination and subsequent degradation. Promotes the
CLOCK-ARNTL/BMAL1-mediated transcription of genes in the negative loop of the circadian clock such as PER1/2
and CRY1/2

Neuroscience
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13:62-64(2002) The full-ORF clone resource of the German cDNA consortium.Bechtel S., Rosenfelder H., Duda A.,
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H., Kato S.Nature 459:455-459(2009) Subunit composition and substrate specificity of a MOF-containing histone
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285:13364-13371(2010) Elevated O-GIcNAc-dependent signaling through inducible mOGT expression selectively
triggers apoptosis.Shin S.H., Love D.C., Hanover J.A.Amino Acids 40:885-893(2011) Initial characterization of the
human central proteome.Burkard T.R., Planyavsky M., Kaupe ., Breitwieser F.P., Buerckstuemmer T., Bennett K.L.,
Superti-Furga G., Colinge J.BMC Syst. Biol. 5:17-17(2011) Crosstalk between O-GIcNAcylation and proteolytic
cleavage regulates the host cell factor-1 maturation pathway.Daou S., Mashtalir N., Hammond-Martel I., Pak H., Yu
H., Sui G., Vogel J.L., Kristie T.M., Affar E.B.Proc. Natl. Acad. Sci. U.S.A. 108:2747-2752(2011) GlcNAcylation of
histone H2B facilitates its monoubiquitination.Fujiki R., Hashiba W., Sekine H., Yokoyama A., Chikanishi T., Ito S.,
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NatB.Van Damme P., Lasa M., Polevoda B., Gazquez C., Elosegui-Artola A., Kim D.S., De Juan-Pardo E., Demeyer
K., Hole K., Larrea E., Timmerman E., Prieto J., Arnesen T., Sherman F., Gevaert K., Aldabe R.Proc. Natl. Acad.
Sci. U.S.A. 109:12449-12454(2012) Phosphofructokinase 1 glycosylation regulates cell growth and metabolism.Yi
W., Clark P.M., Mason D.E., Keenan M.C., Hill C., Goddard W.A. I, Peters E.C., Driggers E.M., Hsieh-Wilson
L.C.Science 337:975-980(2012) TET2 and TET3 regulate GlcNAcylation and H3K4 methylation through OGT and
SET1/COMPASS.Deplus R., Delatte B., Schwinn M.K., Defrance M., Mendez J., Murphy N., Dawson M.A., Volkmar
M., Putmans P., Calonne E., Shih A.H., Levine R.L., Bernard O., Mercher T., Solary E., Urh M., Daniels D.L., Fuks
F.EMBO J. 32:645-655(2013) TET2 promotes histone O-GIcNAcylation during gene transcription.Chen Q., Chen Y.,
Bian C., Fujiki R., Yu X.Nature 493:561-564(2013) O-GIcNAcylation regulates EZH2 protein stability and
function.Chu C.S., Lo P.W., Yeh Y.H., Hsu P.H., Peng S.H., Teng Y.C., Kang M.L., Wong C.H., Juan L.J.Proc. Natl.
Acad. Sci. U.S.A. 111:1355-1360(2014) The superhelical TPR-repeat domain of O-linked GIcNAc transferase
exhibits structural similarities to importin alpha.Jinek M., Rehwinkel J., Lazarus B.D., Izaurralde E., Hanover J.A.,
Conti E.Nat. Struct. Mol. Biol. 11:1001-1007(2004) Structure of human O-GIcNAc transferase and its complex with a
peptide substrate.Lazarus M.B., Nam Y., Jiang J., Sliz P., Walker S.Nature 469:564-567(2011)

NCBI AND UNIPROT INFORMATION

NCBI Gl # 32307148
NCBI GenelD 8473

NCBI Accession # NP_858058.1
NCBI GenBank Nucleotide # NM_181672.2
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UniProt Accession #

Molecular Weight

NCBI Official Full Name

NCBI Official Synonym Full Names
NCBI Official Symbol

NCBI Official Synonym Symbols
NCBI Protein Information

UniProt Protein Name

UniProt Gene Name

UniProt Synonym Gene Names

UniProt Entry Name

015294; Q7Z3K0; Q8WWMS8; Q96CC1; QOUG57

62.5 kDa

UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase 110 kDa subunit isoform 1
O-linked N-acetylglucosamine (GIcNAc) transferase

OGT

HRNTZ1; HINCUT-1; O-GLCNAC

UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase 110 kDa subunit
UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase 110 kDa subunit

OGT

OGT

OGT1_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and
storage; if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.
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