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CATALOG #

AAA115805
HOST

E Coli or Yeast or Baculovirus or Mammalian Cell

PRODUCT SYNONYMS

Chromobox protein homolog 7; Recombinant Human Chromobox protein homolog 7; CBX7 recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli or Yeast or Baculovirus or Mammalian Cell

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Lyophilized or liquid (Format to be determined during the manufacturing process)

Sequence Positions 1-251aa; Full Length

Sequence MELSAIGEQV FAVESIRKKR VRKGKVEYLV KWKGWPPKYS TWEPEEHILD PRLVMAYEEK EERDRASGYR

KRGPKPKRLL LQRLYSMDLR SSHKAKGKEK LCFSLTCPLG SGSPEGVVKA GAPELVDKGP LVPTLPFPLR

KPRKAHKYLR LSRKKFPPRG PNLESHSHRR ELFLQEPPAP DVLQAAGEWE PAAQPPEEEA DADLAEGPPP

WTPALPSSEV TVTDITANSI TVTFREAQAA EGFFRDRSGK F

Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.

IMAGES

SDS-PAGE

ADDITIONAL INFORMATION

Related Product Information for CBX7
recombinant protein

Component of a Polycomb group (PcG) multiprotein PRC1-like complex, a complex class required to maintain the

transcriptionally repressive state of many genes, including Hox genes, throughout development. PcG PRC1

complex acts via chromatin remodeling and modification of histones; it mediates monoubiquitination of histone H2A

'Lys-119', rendering chromatin heritably changed in its expressibility. Promotes histone H3 trimethylation at 'Lys-9'

(H3K9me3). Binds to trimethylated lysine residues in histones, and possibly also other proteins. Regulator of cellular

lifespan by maintaining the repression of CDKN2A, but not by inducing telomerase activity.

Product Categories/Family for CBX7
recombinant protein

Transcription
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NCBI AND UNIPROT INFORMATION

NCBI GI # 28372505

NCBI GeneID 23492

NCBI Accession # NP_783640.1

NCBI GenBank Nucleotide # NM_175709.3

UniProt Accession # O95931; Q86T17

Molecular Weight 30.3 kDa

NCBI Official Full Name chromobox protein homolog 7

NCBI Official Synonym Full Names chromobox 7

NCBI Official Symbol CBX7

NCBI Protein Information chromobox protein homolog 7

UniProt Protein Name Chromobox protein homolog 7
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UniProt Gene Name CBX7

UniProt Entry Name CBX7_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and

storage; if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.
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