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Zinc transporter ZIP1 Recombinant Protein | ZIP1 recombinant protein

Recombinant Human Zinc transporter ZIP1 protein

CATALOG # HOST
AAA116153 E Coli or Yeast or Baculovirus or Mammalian Cell

PRODUCT SYNONYMS

Zinc transporter ZIP1; Recombinant Human Zinc transporter ZIP1 protein; Solute carrier family 39 member 1; Zinc-iron-regulated transporter-like; Zrt- and Irt-like
protein 1; ZIP-1; hZIP1; ZIP1 recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli or Yeast or Baculovirus or Mammalian Cell
Purity/Purification Greater than 90% as determined by SDS-PAGE.
Form/Format Liquid or Lyophilized powder

If the delivery form is liquid, the default storage buffer is Tris/PBS-based buffer, 5%-50% glycerol. If the delivery
form is lyophilized powder, the buffer before lyophilization is Tris/PBS-based buffer, 6% Trehalose, pH 8

Sequence Positions 126-179aa; Partial

Sequence MEQITLAYKE QSGPSPLEET RALLGTVNGG PQHWHDGPGV PQASGAPATP SALR

Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.
IMAGES

116 kDa
66.2 kDa
45 kDa
35 kDa
25 kDa
18. 4kDa
14.4 kDa
SDS-PAGE
ADDITIONAL INFORMATION
Related Product Information for ZIP1 Mediates zinc uptake. May function as a major endogenous zinc uptake transporter in many cells of the body.
recombinant protein Responsible for the rapid uptake and accumulation of physiologically effective zinc in prostate cells.
Product Categories/Family for ZIP1 Transport

recombinant protein
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NCBI AND UNIPROT INFORMATION

NCBI Gl # 430768587

NCBI GenelD 27173
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NCBI Accession #

NCBI GenBank Nucleotide #
UniProt Accession #

Molecular Weight

NCBI Official Full Name

NCBI Official Synonym Full Names
NCBI Official Symbol

NCBI Official Synonym Symbols
NCBI Protein Information
UniProt Protein Name

UniProt Gene Name

UniProt Synonym Gene Names

UniProt Entry Name

NP_001258886.1

NM_001271957.1

QINY26; Q5T4K1; Q8N2H7; QI9BTVO; Q9UBI7; Q9Y2Z7; Q9Y380; B4ADDY7
9.6 kDa

zinc transporter ZIP1 isoform a

solute carrier family 39 (zinc transporter), member 1
SLC39A1

ZIP1; ZIRTL

zinc transporter ZIP1

Zinc transporter ZIP1

SLC39A1

IRT1; ZIP1; ZIRTL; ZIP-1; hZIP1

S39A1_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and
storage; if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.

AAA Biotech | Tel: +1 (619) 604-9440 | Fax: +1 (619) 604-9441 | contact@aaabiotech.com
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