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Succinyl-CoA ligase [GDP-forming] subunit beta Recombinant Protein | SUCLG2
recombinant protein

Recombinant Human Succinyl-CoA ligase [GDP-forming] subunit beta, mitochondrial

CATALOG # HOST
AAA116933 E Coli or Yeast or Baculovirus or Mammalian Cell

PRODUCT SYNONYMS

Succinyl-CoA ligase [GDP-forming] subunit beta; Recombinant Human Succinyl-CoA ligase [GDP-forming] subunit beta; mitochondrial; GTP-specific succinyl-CoA
synthetase subunit beta; Succinyl-CoA synthetase beta-G chain; SCS-betaG; SUCLG2 recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli or Yeast or Baculovirus or Mammalian Cell

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Lyophilized or liquid (Format to be determined during the manufacturing process)

Sequence Positions 49-423aa; Partial

Sequence MSDNGVRVQR FFVADTANEA LEAAKRLNAK EIVLKAQILA GGRGKGVFNS GLKGGVHLTK DPNVVGQLAK

QMIGYNLATK QTPKEGVKVN KVMVAEALDI SRETYLAILM DRSCNGPVLV GSPQGGVDIE EVAASNPELI
FKEQIDIFEG IKDSQAQRMA ENLGFVGPLK SQAADQITKL YNLFLKIDAT QVEVNPFGET PEGQVVCFDA
KINFDDNAEF RQKDIFAMDD KSENEPIENE AAKYDLKYIG LDGNIACFVN GAGLAMATCD IIFLNGGKPA
NFLDLGGGVK EAQVYQAFKL LTADPKVEAI LVNIFGGIVN CAIIANGITK ACRELELKVP LVVRLEGTNV
QEAQKILNNS GLPITSAIDL EDAAK

Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.
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ADDITIONAL INFORMATION

Related Product Information for Catalyzes the GTP-dependent ligation of succinate and CoA to form succinyl-CoA.
SUCLG2 recombinant protein

Product Categories/Family for SUCLG2 Metabolism
recombinant protein
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https://www.aaabiotech.com/search/?query=Metabolism
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NCBI AND UNIPROT INFORMATION

NCBI Gl #

NCBI GenelD

NCBI Accession #

NCBI GenBank Nucleotide #
UniProt Accession #

Molecular Weight

NCBI Official Full Name

NCBI Official Synonym Full Names
NCBI Official Symbol

NCBI Official Synonym Symbols
NCBI Protein Information

UniProt Protein Name
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294862256

8801

NP_001171070.1

NM_001177599.1

Q96199; 095195; Q6NUH7; Q86VX8; Q8WUQ1L; COIVT2
56.3 kDa

succinyl-CoA ligase

succinate-CoA ligase, GDP-forming, beta subunit
SUCLG2

GBETA

succinyl-CoA ligase [GDP-forming] subunit beta, mitochondrial

Succinyl-CoA ligase [GDP-forming] subunit beta, mitochondrial
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http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=protein&id=294862256
http://www.ncbi.nlm.nih.gov/sites/entrez?db=gene&cmd=Retrieve&dopt=full_report&list_uids=8801
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NP_001171070.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NM_001177599.1
http://www.uniprot.org/uniprot/Q96I99
http://www.uniprot.org/uniprot/O95195
http://www.uniprot.org/uniprot/Q6NUH7
http://www.uniprot.org/uniprot/Q86VX8
http://www.uniprot.org/uniprot/Q8WUQ1
http://www.uniprot.org/uniprot/C9JVT2

UniProt Gene Name SUCLG2
UniProt Synonym Gene Names SCS-betaG

UniProt Entry Name SUCB2_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and
storage; if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.
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