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Aquaporin-1 (AQP1) Recombinant Protein | AQP1 recombinant protein
Recombinant Human Aquaporin-1 (AQP1), partial

CATALOG #

AAA18411
HOST

E Coli or Yeast or Baculovirus or Mammalian Cell

PRODUCT SYNONYMS

Aquaporin-1 (AQP1); Recombinant Human Aquaporin-1 (AQP1); partial; Aquaporin-CHIP; Urine water channel; Water channel protein for red blood cells and kidney

proximal tubule; AQP1 recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli or Yeast or Baculovirus or Mammalian Cell

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Lyophilized or liquid (Format to be determined during the manufacturing process)

Sequence Positions 220-269aa; Partial

Sequence GALAVLIYDF ILAPRSSDLT DRVKVWTSGQ VEEYDLDADD INSRVEMKPK

Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.

IMAGES

SDS-PAGE

ADDITIONAL INFORMATION

Related Product Information for AQP1
recombinant protein

Forms a water-specific channel that provides the plasma membranes of red cells and kidney proximal tubules with

high permeability to water, thereby permitting water to move in the direction of an osmotic gradient.

Product Categories/Family for AQP1
recombinant protein

Transport
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NCBI AND UNIPROT INFORMATION

NCBI GI # 297307116

NCBI GeneID 358

NCBI Accession # NP_001171989.1

NCBI GenBank Nucleotide # NM_001185060.1

UniProt Accession # P29972; Q8TBI5; Q8TDC1; B5BU39; E7EM69; E9PC21; F5GY19

Molecular Weight 21.6 kDa

NCBI Official Full Name aquaporin-1 isoform 2

NCBI Official Synonym Full Names aquaporin 1 (Colton blood group)

NCBI Official Symbol AQP1
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NCBI Official Synonym Symbols CO; CHIP28; AQP-CHIP

NCBI Protein Information aquaporin-1

UniProt Protein Name Aquaporin-1

UniProt Gene Name AQP1

UniProt Synonym Gene Names CHIP28; AQP-1

UniProt Entry Name AQP1_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and

storage; if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.
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