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Tyrosine-protein kinase transmembrane receptor ROR1 Recombinant Protein | ROR1
recombinant protein

Recombinant Human Tyrosine-protein kinase transmembrane receptor ROR1

CATALOG # HOST
AAA18447 E Coli or Yeast or Baculovirus or Mammalian Cell

PRODUCT SYNONYMS

Tyrosine-protein kinase transmembrane receptor ROR1; Recombinant Human Tyrosine-protein kinase transmembrane receptor ROR1; Neurotrophic tyrosine kinase;
receptor-related 1; ROR1 recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli or Yeast or Baculovirus or Mammalian Cell

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Lyophilized or liquid (Format to be determined during the manufacturing process)

Sequence Positions 30-391aa;, Partial

Sequence QETELSVSAE LVPTSSWNIS SELNKDSYLT LDEPMNNITT SLGQTAELHC KVSGNPPPTI RWFKNDAPVV

QEPRRLSFRS TIYGSRLRIR NLDTTDTGYF QCVATNGKEV VSSTGVLFVK FGPPPTASPG YSDEYEEDGF
CQPYRGIACA RFIGNRTVYM ESLHMQGEIE NQITAAFTMI GTSSHLSDKC SQFAIPSLCH YAFPYCDETS
SVPKPRDLCR DECEILENVL CQTEYIFARS NPMILMRLKL PNCEDLPQPE SPEAANCIRI GIPMADPINK
NHKCYNSTGV DYRGTVSVTK SGRQCQPWNS QYPHTHTFTA LRFPELNGGH SYCRNPGNQK EAPWCFTLDE
NFKSDLCDIP AC

Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.

IMAGES

KDa M

116.0
66.2

450
R

35.0 -

25.0 W

154 M.
14.4 M.

SDS-PAGE

ADDITIONAL INFORMATION

Related Product Information for ROR1 Tyrosine-protein kinase receptor whose role is not yet clear.
recombinant protein

Product Categories/Family for ROR1 Neuroscience
recombinant protein
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https://www.aaabiotech.com/search/?query=Neuroscience
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NCBI AND UNIPROT INFORMATION

NCBI Gl #

NCBI GenelD

NCBI Accession #

NCBI GenBank Nucleotide #
UniProt Accession #

Molecular Weight

NCBI Official Full Name

NCBI Official Synonym Full Names
NCBI Official Symbol

NCBI Official Synonym Symbols
NCBI Protein Information

UniProt Protein Name
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134152686

4919

NP_001077061.1

NM_001083592.1

Q01973; Q5VVX6; Q66K77; Q92776

42.6 kDa

inactive tyrosine-protein kinase transmembrane receptor ROR1 isoform 2
receptor tyrosine kinase-like orphan receptor 1

ROR1

NTRKR1; dJ537F10.1

inactive tyrosine-protein kinase transmembrane receptor ROR1

Inactive tyrosine-protein kinase transmembrane receptor ROR1
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http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NP_001077061.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NM_001083592.1
http://www.uniprot.org/uniprot/Q01973
http://www.uniprot.org/uniprot/Q5VVX6
http://www.uniprot.org/uniprot/Q66K77
http://www.uniprot.org/uniprot/Q92776

UniProt Gene Name ROR1
UniProt Synonym Gene Names NTRKR1

UniProt Entry Name ROR1_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and
storage; if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.
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