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Cancer/testis antigen 1 Recombinant Protein | CTAG1A recombinant protein

Recombinant Human Cancer/testis antigen 1 (CTAG1A)

CATALOG # HOST
AAA18461 E Coli or Yeast or Baculovirus or Mammalian Cell

PRODUCT SYNONYMS

Cancer/testis antigen 1; Recombinant Human Cancer/testis antigen 1 (CTAG1A); Autoimmunogenic cancer/testis antigen NY-ESO-1; Cancer/testis antigen 6.1;
CT6.1L antigen family member 2; LAGE-2; CTAG1A recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli or Yeast or Baculovirus or Mammalian Cell

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Lyophilized or liquid (Format to be determined during the manufacturing process)

Sequence Positions 1-180aa; Full Length

Sequence MQAEGRGTGG STGDADGPGG PGIPDGPGGN AGGPGEAGAT GGRGPRGAGA ARASGPGGGA

PRGPHGGAAS GLNGCCRCGA RGPESRLLEF YLAMPFATPM EAELARRSLA QDAPPLPVPG VLLKEFTVSG
NILTIRLTAA DHRQLQLSIS SCLQQLSLLM WITQCFLPVF LAQPPSGQRR

Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.

IMAGES

kDa M

SDS-PAGE

ADDITIONAL INFORMATION

Product Categories/Family for CTAG1A Cancer
recombinant protein
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NCBI AND UNIPROT INFORMATION

NCBI Gl # 4503119

NCBI GenelD 1485

NCBI Accession # NP_001318.1

NCBI GenBank Nucleotide # NM_001327.2

UniProt Accession # P78358; Q7LBY4; QINY13; A1L417; B7TWNL9

Molecular Weight 48.1

NCBI Official Full Name cancer/testis antigen 1

NCBI Official Synonym Full Names cancer/testis antigen 1B

NCBI Official Symbol CTAG1B

NCBI Official Synonym Symbols CTAG; ESO1; CT6.1; CTAG1; LAGE-2; LAGE2B; NY-ESO-1
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http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=protein&id=4503119
http://www.ncbi.nlm.nih.gov/sites/entrez?db=gene&cmd=Retrieve&dopt=full_report&list_uids=1485
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NP_001318.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NM_001327.2
http://www.uniprot.org/uniprot/P78358
http://www.uniprot.org/uniprot/Q7LBY4
http://www.uniprot.org/uniprot/Q9NY13
http://www.uniprot.org/uniprot/A1L417
http://www.uniprot.org/uniprot/B7WNL9

NCBI Protein Information cancer/testis antigen 1

UniProt Protein Name Cancer/testis antigen 1

UniProt Gene Name CTAG1A

UniProt Synonym Gene Names CTAG; CTAG1; ESO1; LAGE2; LAGE2A; CT6.1; LAGE-2
UniProt Entry Name CTG1B_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and
storage; if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.
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