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Catalog # AAA18464

Vinculin Recombinant Protein | VCL recombinant protein

Recombinant Human Vinculin

CATALOG # HOST

AAA18464 E Coli or Yeast or Baculovirus or Mammalian Cell

PRODUCT SYNONYMS

Vinculin; Recombinant Human Vinculin; Metavinculin; MV; VCL recombinant protein

PRODUCT SPECIFICATIONS

Host
Purity/Purification

Form/Format

Sequence Positions

Sequence

Preparation and Storage

IMAGES

kKDa M

116.0
66.2

450
350

18.4

14.4

SDS-PAGE

ADDITIONAL INFORMATION

Related Product Information for VCL
recombinant protein

Product Categories/Family for VCL
recombinant protein

E Coli or Yeast or Baculovirus or Mammalian Cell
Greater than 90% as determined by SDS-PAGE.

Liquid or Lyophilized powder
If the delivery form is liquid, the default storage buffer is Tris/PBS-based buffer, 5%-50% glycerol. If the delivery
form is lyophilized powder, the buffer before lyophilization is Tris/PBS-based buffer, 6% Trehalose, pH 8

2-235aa; Partial

PVFHTRTIES ILEPVAQQIS HLVIMHEEGE VDGKAIPDLT APVAAVQAAYV SNLVRVGKET VQTTEDQILK
RDMPPAFIKV ENACTKLVQA AQMLQSDPYS VPARDYLIDG SRGILSGTSD LLLTFDEAEV RKIIRVCKGI
LEYLTVAEVV ETMEDLVTYT KNLGPGMTKM AKMIDERQQE LTHQEHRVML VNSMNTVKEL LPVLISAMKI
FVTTKNSKNQ GIEEALKNRN FTVE

Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.

Actin filament (F-actin)-binding protein involved in cell-matrix adhesion and cell-cell adhesion. Regulates cell-
surface E-cadherin expression and potentiates mechanosensing by the E-cadherin complex. May also play
important roles in cell morphology and locomotion.

Cell adhesion
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NCBI AND UNIPROT INFORMATION

NCBI Gl #

NCBI GenelD

NCBI Accession #

NCBI GenBank Nucleotide #
UniProt Accession #

Molecular Weight

NCBI Official Full Name

NCBI Official Synonym Full Names
NCBI Official Symbol

NCBI Official Synonym Symbols
NCBI Protein Information
UniProt Protein Name

UniProt Gene Name

UniProt Synonym Gene Names

UniProt Entry Name

4507877
7414
NP_003364.1

NM_003373.3

P18206; Q16450; Q5SWX2; Q7Z3B8; Q8IXU7

53 kDa

vinculin isoform VCL

vinculin

VCL

MV; MVCL; CMD1W; CMH15; HEL114
vinculin

Vinculin

VCL

MV

VINC_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and

storage; if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.
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