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Store-operated calcium entry-associated regulatory factor Recombinant Protein | SARAF
recombinant protein

Recombinant Human Store-operated calcium entry-associated regulatory factor

CATALOG # HOST
AAA18737 E Coli or Yeast or Baculovirus or Mammalian Cell

PRODUCT SYNONYMS

Store-operated calcium entry-associated regulatory factor; Recombinant Human Store-operated calcium entry-associated regulatory factor; HBV X-transactivated
gene 3 protein; HBV XAg-transactivated protein 3; Protein FOAP-7; Transmembrane protein 66; SARAF recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli or Yeast or Baculovirus or Mammalian Cell
Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.
Form/Format Lyophilized or liquid (Format to be determined during the manufacturing process)
Sequence Positions 195-339aa; Cytoplasmic Domain
Sequence SDGQYSPPPY SEYPPFSHRY QRFTNSAGPP PPGFKSEFTG PQNTGHGATS GFGSAFTGQQ GYENSGPGFW
TGLGTGGILG YLFGSNRAAT PFSDSWYYPS YPPSYPGTWN RAYSPLHGGS GSYSVCSNSD TKTRTASGYG
GTRRR
Sequence Length 167
Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.
IMAGES
116kDa
[ e ]
45k
35kDa
IS kD
B4k
144 KD

SDS-PAGE

ADDITIONAL INFORMATION

Related Product Information for SARAF  Negative regulator of store-operated Ca2+ entry (SOCE) involved in protecting cells from Ca2+ overfilling. In

recombinant protein response to cytosolic Ca2+ elevation after endoplasmic reticulum Ca2+ refilling, promotes a slow inactivation of
STIM (STIM1 or STIM2)-dependent SOCE activity: possibly act by facilitating the deoligomerization of STIM to
efficiently turn off ORAI when the endoplasmic reticulum lumen is filled with the appropriate Ca2+ levels, and thus
preventing the overload of the cell with excessive Ca2+ ions.
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NCBI AND UNIPROT INFORMATION

NCBI Gl #

NCBI GenelD

NCBI Accession #

NCBI GenBank Nucleotide #
UniProt Accession #

Molecular Weight

545746309

51669

NP_001271168.1

NM_001284239.1

Q96BY9; Q53HES; Q9UNZ3; Q9Y683; B3KQQ4; B729J1; D3DSU7; HOMHJ8; HOMHJ9

17.5 kDa
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http://www.ncbi.nlm.nih.gov/sites/entrez?db=gene&cmd=Retrieve&dopt=full_report&list_uids=51669
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NP_001271168.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NM_001284239.1
http://www.uniprot.org/uniprot/Q96BY9
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NCBI Official Full Name

NCBI Official Synonym Full Names
NCBI Official Symbol

NCBI Official Synonym Symbols
NCBI Protein Information

UniProt Protein Name

UniProt Gene Name

UniProt Synonym Gene Names

UniProt Entry Name

store-operated calcium entry-associated regulatory factor isoform 2
store-operated calcium entry-associated regulatory factor

SARAF

XTP3; FOAP-7; TMEM66; HSPCO035

store-operated calcium entry-associated regulatory factor
Store-operated calcium entry-associated regulatory factor

SARAF

TMEMG66; XTP3; SARAF; SOCE-associated regulatory factor

SARAF_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and
storage; if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.
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