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Store-operated calcium entry-associated regulatory factor Recombinant Protein | SARAF
recombinant protein
Recombinant Human Store-operated calcium entry-associated regulatory factor

CATALOG #

AAA18737
HOST

E Coli or Yeast or Baculovirus or Mammalian Cell

PRODUCT SYNONYMS

Store-operated calcium entry-associated regulatory factor; Recombinant Human Store-operated calcium entry-associated regulatory factor; HBV X-transactivated

gene 3 protein; HBV XAg-transactivated protein 3; Protein FOAP-7; Transmembrane protein 66; SARAF recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli or Yeast or Baculovirus or Mammalian Cell

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Lyophilized or liquid (Format to be determined during the manufacturing process)

Sequence Positions 195-339aa; Cytoplasmic Domain

Sequence SDGQYSPPPY SEYPPFSHRY QRFTNSAGPP PPGFKSEFTG PQNTGHGATS GFGSAFTGQQ GYENSGPGFW

TGLGTGGILG YLFGSNRAAT PFSDSWYYPS YPPSYPGTWN RAYSPLHGGS GSYSVCSNSD TKTRTASGYG

GTRRR

Sequence Length 167

Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.

IMAGES

SDS-PAGE

ADDITIONAL INFORMATION

Related Product Information for SARAF
recombinant protein

Negative regulator of store-operated Ca2+ entry (SOCE) involved in protecting cells from Ca2+ overfilling. In

response to cytosolic Ca2+ elevation after endoplasmic reticulum Ca2+ refilling, promotes a slow inactivation of

STIM (STIM1 or STIM2)-dependent SOCE activity: possibly act by facilitating the deoligomerization of STIM to

efficiently turn off ORAI when the endoplasmic reticulum lumen is filled with the appropriate Ca2+ levels, and thus

preventing the overload of the cell with excessive Ca2+ ions.
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Product Categories/Family for SARAF
recombinant protein

Biochemicals

References SARAF inactivates the store operated calcium entry machinery to prevent excess calcium refilling.Palty R., Raveh

A., Kaminsky I., Meller R., Reuveny E.Cell 149:425-438(2012) Molecular cloning of a human novel gene, FOAP-7,

which are highly expressed in macrophages.Fujii Y., Tsuritani K., Yajima Y., Amemiya T., Ukai Y., Naito K.,

Kawaguchi A., Takayama K.Cloning and identification of human gene 3 transactivated by hepatitis B virus X

antigen.Liu Y., Cheng J., Lu Y., Wang G., Zhang L., Chen J., Li L.Cloning and functional analysis of cDNAs with

open reading frames for 300 previously undefined genes expressed in CD34+ hematopoietic stem/progenitor

cells.Zhang Q.-H., Ye M., Wu X.-Y., Ren S.-X., Zhao M., Zhao C.-J., Fu G., Shen Y., Fan H.-Y., Lu G., Zhong M.,

Xu X.-R., Han Z.-G., Zhang J.-W., Tao J., Huang Q.-H., Zhou J., Hu G.-X., Gu J., Chen S.-J., Chen Z.Genome Res.

10:1546-1560(2000) The secreted protein discovery initiative (SPDI) , a large-scale effort to identify novel human

secreted and transmembrane proteins a bioinformatics assessment.Clark H.F., Gurney A.L., Abaya E., Baker K.,

Baldwin D.T., Brush J., Chen J., Chow B., Chui C., Crowley C., Currell B., Deuel B., Dowd P., Eaton D., Foster J.S.,

Grimaldi C., Gu Q., Hass P.E., Heldens S., Huang A., Kim H.S., Klimowski L., Jin Y., Johnson S., Lee J., Lewis L.,

Liao D., Mark M.R., Robbie E., Sanchez C., Schoenfeld J., Seshagiri S., Simmons L., Singh J., Smith V., Stinson J.,

Vagts A., Vandlen R.L., Watanabe C., Wieand D., Woods K., Xie M.-H., Yansura D.G., Yi S., Yu G., Yuan J., Zhang

M., Zhang Z., Goddard A.D., Wood W.I., Godowski P.J., Gray A.M.Genome Res. 13:2265-2270(2003) Signal

sequence and keyword trap in silico for selection of full-length human cDNAs encoding secretion or membrane

proteins from oligo-capped cDNA libraries.Otsuki T., Ota T., Nishikawa T., Hayashi K., Suzuki Y., Yamamoto J.,

Wakamatsu A., Kimura K., Sakamoto K., Hatano N., Kawai Y., Ishii S., Saito K., Kojima S., Sugiyama T., Ono T.,

Okano K., Yoshikawa Y., Aotsuka S., Sasaki N., Hattori A., Okumura K., Nagai K., Sugano S., Isogai T.DNA Res.

12:117-126(2005) Complete sequencing and characterization of 21,243 full-length human cDNAs.Ota T., Suzuki Y.,

Nishikawa T., Otsuki T., Sugiyama T., Irie R., Wakamatsu A., Hayashi K., Sato H., Nagai K., Kimura K., Makita H.,

Sekine M., Obayashi M., Nishi T., Shibahara T., Tanaka T., Ishii S., Yamamoto J., Saito K., Kawai Y., Isono Y.,

Nakamura Y., Nagahari K., Murakami K., Yasuda T., Iwayanagi T., Wagatsuma M., Shiratori A., Sudo H., Hosoiri T.,

Kaku Y., Kodaira H., Kondo H., Sugawara M., Takahashi M., Kanda K., Yokoi T., Furuya T., Kikkawa E., Omura Y.,

Abe K., Kamihara K., Katsuta N., Sato K., Tanikawa M., Yamazaki M., Ninomiya K., Ishibashi T., Yamashita H.,

Murakawa K., Fujimori K., Tanai H., Kimata M., Watanabe M., Hiraoka S., Chiba Y., Ishida S., Ono Y., Takiguchi S.,

Watanabe S., Yosida M., Hotuta T., Kusano J., Kanehori K., Takahashi-Fujii A., Hara H., Tanase T.-O., Nomura Y.,

Togiya S., Komai F., Hara R., Takeuchi K., Arita M., Imose N., Musashino K., Yuuki H., Oshima A., Sasaki N.,

Aotsuka S., Yoshikawa Y., Matsunawa H., Ichihara T., Shiohata N., Sano S., Moriya S., Momiyama H., Satoh N.,

Takami S., Terashima Y., Suzuki O., Nakagawa S., Senoh A., Mizoguchi H., Goto Y., Shimizu F., Wakebe H.,

Hishigaki H., Watanabe T., Sugiyama A., Takemoto M., Kawakami B., Yamazaki M., Watanabe K., Kumagai A.,

Itakura S., Fukuzumi Y., Fujimori Y., Komiyama M., Tashiro H., Tanigami A., Fujiwara T., Ono T., Yamada K., Fujii

Y., Ozaki K., Hirao M., Ohmori Y., Kawabata A., Hikiji T., Kobatake N., Inagaki H., Ikema Y., Okamoto S., Okitani

R., Kawakami T., Noguchi S., Itoh T., Shigeta K., Senba T., Matsumura K., Nakajima Y., Mizuno T., Morinaga M.,

Sasaki M., Togashi T., Oyama M., Hata H., Watanabe M., Komatsu T., Mizushima-Sugano J., Satoh T., Shirai Y.,

Takahashi Y., Nakagawa K., Okumura K., Nagase T., Nomura N., Kikuchi H., Masuho Y., Yamashita R., Nakai K.,

Yada T., Nakamura Y., Ohara O., Isogai T., Sugano S.Nat. Genet. 36:40-45(2004) Suzuki Y., Sugano S., Totoki Y.,

Toyoda A., Takeda T., Sakaki Y., Tanaka A., Yokoyama S. DNA sequence and analysis of human chromosome

8.Nusbaum C., Mikkelsen T.S., Zody M.C., Asakawa S., Taudien S., Garber M., Kodira C.D., Schueler M.G.,

Shimizu A., Whittaker C.A., Chang J.L., Cuomo C.A., Dewar K., FitzGerald M.G., Yang X., Allen N.R., Anderson S.,

Asakawa T., Blechschmidt K., Bloom T., Borowsky M.L., Butler J., Cook A., Corum B., DeArellano K., DeCaprio D.,

Dooley K.T., Dorris L. III, Engels R., Gloeckner G., Hafez N., Hagopian D.S., Hall J.L., Ishikawa S.K., Jaffe D.B.,

Kamat A., Kudoh J., Lehmann R., Lokitsang T., Macdonald P., Major J.E., Matthews C.D., Mauceli E., Menzel U.,

Mihalev A.H., Minoshima S., Murayama Y., Naylor J.W., Nicol R., Nguyen C., O'Leary S.B., O'Neill K., Parker

S.C.J., Polley A., Raymond C.K., Reichwald K., Rodriguez J., Sasaki T., Schilhabel M., Siddiqui R., Smith C.L.,

Sneddon T.P., Talamas J.A., Tenzin P., Topham K., Venkataraman V., Wen G., Yamazaki S., Young S.K., Zeng Q.,

Zimmer A.R., Rosenthal A., Birren B.W., Platzer M., Shimizu N., Lander E.S.Nature 439:331-335(2006)

NCBI AND UNIPROT INFORMATION

NCBI GI # 545746309

NCBI GeneID 51669

NCBI Accession # NP_001271168.1

NCBI GenBank Nucleotide # NM_001284239.1

UniProt Accession # Q96BY9; Q53HE8; Q9UNZ3; Q9Y683; B3KQQ4; B7Z9J1; D3DSU7; H9MHJ8; H9MHJ9

Molecular Weight 17.5 kDa
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http://www.uniprot.org/uniprot/Q96BY9
http://www.uniprot.org/uniprot/Q53HE8
http://www.uniprot.org/uniprot/Q9UNZ3
http://www.uniprot.org/uniprot/Q9Y683
http://www.uniprot.org/uniprot/B3KQQ4
http://www.uniprot.org/uniprot/B7Z9J1
http://www.uniprot.org/uniprot/D3DSU7
http://www.uniprot.org/uniprot/H9MHJ8
http://www.uniprot.org/uniprot/H9MHJ9


NCBI Official Full Name store-operated calcium entry-associated regulatory factor isoform 2

NCBI Official Synonym Full Names store-operated calcium entry-associated regulatory factor

NCBI Official Symbol SARAF

NCBI Official Synonym Symbols XTP3; FOAP-7; TMEM66; HSPC035

NCBI Protein Information store-operated calcium entry-associated regulatory factor

UniProt Protein Name Store-operated calcium entry-associated regulatory factor

UniProt Gene Name SARAF

UniProt Synonym Gene Names TMEM66; XTP3; SARAF; SOCE-associated regulatory factor

UniProt Entry Name SARAF_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and

storage; if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.
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