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Phosphatidylserine synthase 1 Recombinant Protein | PTDSS1 recombinant protein
Recombinant Human Phosphatidylserine synthase 1

CATALOG #

AAA81592
HOST

E Coli

PRODUCT SYNONYMS

Phosphatidylserine synthase 1; Recombinant Human Phosphatidylserine synthase 1; Serine-exchange enzyme I; PTDSS1 recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Liquid containing glycerol

Sequence Positions 1-35aa; Partial

Sequence MASCVGSRTL SKDDVNYKMH FRMINEQQVE DITID

Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.

IMAGES

SDS-PAGE

ADDITIONAL INFORMATION

Related Product Information for
PTDSS1 recombinant protein

Catalyzes a base-exchange reaction in which the polar head group of phosphatidylethanolamine (PE) or

phosphatidylcholine (PC) is replaced by L-serine. In membranes, PTDSS1 catalyzes mainly the conversion of

phosphatidylcholine. Also converts, in vitro and to a lesser extent, phosphatidylethanolamine.

Product Categories/Family for PTDSS1
recombinant protein
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References Prediction of the coding sequences of unidentified human genes. I. The coding sequences of 40 new genes

(KIAA0001-KIAA0040) deduced by analysis of randomly sampled cDNA clones from human immature myeloid cell

line KG-1.Nomura N., Miyajima N., Sazuka T., Tanaka A., Kawarabayasi Y., Sato S., Nagase T., Seki N., Ishikawa
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cDNAs.Ota T., Suzuki Y., Nishikawa T., Otsuki T., Sugiyama T., Irie R., Wakamatsu A., Hayashi K., Sato H., Nagai

K., Kimura K., Makita H., Sekine M., Obayashi M., Nishi T., Shibahara T., Tanaka T., Ishii S., Yamamoto J., Saito

K., Kawai Y., Isono Y., Nakamura Y., Nagahari K., Murakami K., Yasuda T., Iwayanagi T., Wagatsuma M., Shiratori

A., Sudo H., Hosoiri T., Kaku Y., Kodaira H., Kondo H., Sugawara M., Takahashi M., Kanda K., Yokoi T., Furuya T.,

Kikkawa E., Omura Y., Abe K., Kamihara K., Katsuta N., Sato K., Tanikawa M., Yamazaki M., Ninomiya K.,

Ishibashi T., Yamashita H., Murakawa K., Fujimori K., Tanai H., Kimata M., Watanabe M., Hiraoka S., Chiba Y.,

Ishida S., Ono Y., Takiguchi S., Watanabe S., Yosida M., Hotuta T., Kusano J., Kanehori K., Takahashi-Fujii A.,

Hara H., Tanase T.-O., Nomura Y., Togiya S., Komai F., Hara R., Takeuchi K., Arita M., Imose N., Musashino K.,

Yuuki H., Oshima A., Sasaki N., Aotsuka S., Yoshikawa Y., Matsunawa H., Ichihara T., Shiohata N., Sano S.,

Moriya S., Momiyama H., Satoh N., Takami S., Terashima Y., Suzuki O., Nakagawa S., Senoh A., Mizoguchi H.,

Goto Y., Shimizu F., Wakebe H., Hishigaki H., Watanabe T., Sugiyama A., Takemoto M., Kawakami B., Yamazaki

M., Watanabe K., Kumagai A., Itakura S., Fukuzumi Y., Fujimori Y., Komiyama M., Tashiro H., Tanigami A.,

Fujiwara T., Ono T., Yamada K., Fujii Y., Ozaki K., Hirao M., Ohmori Y., Kawabata A., Hikiji T., Kobatake N., Inagaki

H., Ikema Y., Okamoto S., Okitani R., Kawakami T., Noguchi S., Itoh T., Shigeta K., Senba T., Matsumura K.,

Nakajima Y., Mizuno T., Morinaga M., Sasaki M., Togashi T., Oyama M., Hata H., Watanabe M., Komatsu T.,

Mizushima-Sugano J., Satoh T., Shirai Y., Takahashi Y., Nakagawa K., Okumura K., Nagase T., Nomura N.,

Kikuchi H., Masuho Y., Yamashita R., Nakai K., Yada T., Nakamura Y., Ohara O., Isogai T., Sugano S.Nat. Genet.

36:40-45(2004) DNA sequence and analysis of human chromosome 8.Nusbaum C., Mikkelsen T.S., Zody M.C.,

Asakawa S., Taudien S., Garber M., Kodira C.D., Schueler M.G., Shimizu A., Whittaker C.A., Chang J.L., Cuomo

C.A., Dewar K., FitzGerald M.G., Yang X., Allen N.R., Anderson S., Asakawa T., Blechschmidt K., Bloom T.,

Borowsky M.L., Butler J., Cook A., Corum B., DeArellano K., DeCaprio D., Dooley K.T., Dorris L. III, Engels R.,

Gloeckner G., Hafez N., Hagopian D.S., Hall J.L., Ishikawa S.K., Jaffe D.B., Kamat A., Kudoh J., Lehmann R.,

Lokitsang T., Macdonald P., Major J.E., Matthews C.D., Mauceli E., Menzel U., Mihalev A.H., Minoshima S.,

Murayama Y., Naylor J.W., Nicol R., Nguyen C., O'Leary S.B., O'Neill K., Parker S.C.J., Polley A., Raymond C.K.,

Reichwald K., Rodriguez J., Sasaki T., Schilhabel M., Siddiqui R., Smith C.L., Sneddon T.P., Talamas J.A., Tenzin

P., Topham K., Venkataraman V., Wen G., Yamazaki S., Young S.K., Zeng Q., Zimmer A.R., Rosenthal A., Birren

B.W., Platzer M., Shimizu N., Lander E.S.Nature 439:331-335(2006) Control of phosphatidylserine biosynthesis

through phosphatidylserine-mediated inhibition of phosphatidylserine synthase I in Chinese hamster ovary

cells.Kuge O., Hasegawa K., Saito K., Nishijima M.Proc. Natl. Acad. Sci. U.S.A. 95:4199-4203(1998) Global, in vivo,

and site-specific phosphorylation dynamics in signaling networks.Olsen J.V., Blagoev B., Gnad F., Macek B., Kumar

C., Mortensen P., Mann M.Cell 127:635-648(2006) Combining protein-based IMAC, peptide-based IMAC, and

MudPIT for efficient phosphoproteomic analysis.Cantin G.T., Yi W., Lu B., Park S.K., Xu T., Lee J.-D., Yates J.R.

IIIJ. Proteome Res. 7:1346-1351(2008) Kinase-selective enrichment enables quantitative phosphoproteomics of the

kinome across the cell cycle.Daub H., Olsen J.V., Bairlein M., Gnad F., Oppermann F.S., Korner R., Greff Z., Keri

G., Stemmann O., Mann M.Mol. Cell 31:438-448(2008) A quantitative atlas of mitotic phosphorylation.Dephoure N.,

Zhou C., Villen J., Beausoleil S.A., Bakalarski C.E., Elledge S.J., Gygi S.P.Proc. Natl. Acad. Sci. U.S.A. 105:10762-

10767(2008) Purification and characterization of human phosphatidylserine synthases 1 and 2.Tomohiro S.,

Kawaguti A., Kawabe Y., Kitada S., Kuge O.Biochem. J. 418:421-429(2009) Large-scale proteomics analysis of the

human kinome.Oppermann F.S., Gnad F., Olsen J.V., Hornberger R., Greff Z., Keri G., Mann M., Daub H.Mol. Cell.

Proteomics 8:1751-1764(2009) Quantitative phosphoproteomics reveals widespread full phosphorylation site

occupancy during mitosis.Olsen J.V., Vermeulen M., Santamaria A., Kumar C., Miller M.L., Jensen L.J., Gnad F.,

Cox J., Jensen T.S., Nigg E.A., Brunak S., Mann M.Sci. Signal. 3:RA3-RA3(2010) System-wide temporal

characterization of the proteome and phosphoproteome of human embryonic stem cell differentiation.Rigbolt K.T.,

Prokhorova T.A., Akimov V., Henningsen J., Johansen P.T., Kratchmarova I., Kassem M., Mann M., Olsen J.V.,

Blagoev B.Sci. Signal. 4:RS3-RS3(2011) Gain-of-function mutations in the phosphatidylserine synthase 1 (PTDSS1)

gene cause Lenz-Majewski syndrome.Sousa S.B., Jenkins D., Chanudet E., Tasseva G., Ishida M., Anderson G.,

Docker J., Ryten M., Sa J., Saraiva J.M., Barnicoat A., Scott R., Calder A., Wattanasirichaigoon D., Chrzanowska

K., Simandlova M., Van Maldergem L., Stanier P., Beales P.L., Vance J.E., Moore G.E.Nat. Genet. 46:70-76(2014)

NCBI AND UNIPROT INFORMATION

NCBI GI # 589811544

NCBI GeneID 9791

NCBI Accession # NP_001277154.1

NCBI GenBank Nucleotide # NM_001290225.1
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http://www.ncbi.nlm.nih.gov/sites/entrez?db=gene&cmd=Retrieve&dopt=full_report&list_uids=9791
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NP_001277154.1
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UniProt Accession # P48651; Q9BUQ5; B4DE85; E5RFC5

Molecular Weight 31.1 kDa

NCBI Official Full Name phosphatidylserine synthase 1 isoform 2

NCBI Official Synonym Full Names phosphatidylserine synthase 1

NCBI Official Symbol PTDSS1

NCBI Official Synonym Symbols LMHD; PSS1; PSSA

NCBI Protein Information phosphatidylserine synthase 1

UniProt Protein Name Phosphatidylserine synthase 1

UniProt Gene Name PTDSS1

UniProt Synonym Gene Names KIAA0024; PSSA; PSS-1; PtdSer synthase 1

UniProt Entry Name PTSS1_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and

storage; if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.
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