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Recombinant Human Polycomb complex protein BMI-1

CATALOG # HOST
AAAB81605 E Coli or Yeast or Baculovirus or Mammalian Cell

PRODUCT SYNONYMS

Polycomb complex protein BMI-1; Recombinant Human Polycomb complex protein BMI-1; Polycomb group RING finger protein 4; RING finger protein 51; BMI1
recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli or Yeast or Baculovirus or Mammalian Cell

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Liquid containing glycerol

Sequence Positions 1-250aa; Partial

Sequence MHRTTRIKIT ELNPHLMCVL CGGYFIDATT IIECLHSFCK TCIVRYLETS KYCPICDVQV HKTRPLLNIR

SDKTLQDIVY KLVPGLFKNE MKRRRDFYAA HPSADAANGS NEDRGEVADE DKRIITDDEI ISLSIEFFDQ
NRLDRKVNKD KEKSKEEVND KRYLRCPAAM TVMHLRKFLR SKMDIPNTFQ IDVMYEEEPL KDYYTLMDIA
YIYTWRRNGP LPLKYRVRPT CKRMKISHQR DGLTNAGELE

Sequence Length 469
Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.
IMAGES
116 kD
6. 2kD
45 kD
35 kD
25KD
18 kD
14.4kD
SDS-PAGE
ADDITIONAL INFORMATION
Related Product Information for BMI1 Component of a Polycomb group (PcG) multiprotein PRC1-like complex, a complex class required to maintain the
recombinant protein transcriptionally repressive state of many genes, including Hox genes, throughout development. PcG PRC1

complex acts via chromatin remodeling and modification of histones; it mediates monoubiquitination of histone H2A
'Lys-119', rendering chromatin heritably changed in its expressibility. In the PRC1 complex, it is required to stimulate
the E3 ubiquitin-protein ligase activity of RNF2/RING2.

Product Categories/Family for BMI1 Transcription
recombinant protein
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NCBI AND UNIPROT INFORMATION

NCBI Gl #

NCBI GenelD

NCBI Accession #

NCBI GenBank Nucleotide #
UniProt Accession #
Molecular Weight

NCBI Official Full Name

NCBI Official Synonym Full Names
NCBI Official Symbol

NCBI Protein Information
UniProt Protein Name

UniProt Gene Name

UniProt Synonym Gene Names

UniProt Entry Name
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323276616

100532731

NP_001190991.1

NM_001204062.1

P35226; Q16030; Q5T8Z3; Q96F37
56.4 kDa

COMMD3-BMI1 read-through protein
COMMD3-BMI1 readthrough
COMMD3-BMI1

COMMD3-BMI1 read-through protein
Polycomb complex protein BMI-1
BMI1

PCGF4; RNF51

BMI1_HUMAN
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http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NP_001190991.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NM_001204062.1
http://www.uniprot.org/uniprot/P35226
http://www.uniprot.org/uniprot/Q16030
http://www.uniprot.org/uniprot/Q5T8Z3
http://www.uniprot.org/uniprot/Q96F37

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and
storage; if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.
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